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Supplementary Figure 3: Differences in protein regulation of cell pairs. Fold-change values between 

cerebellar (CB) and cutaneous (C) variants of a cell pair were sorted in a descending fashion, separately 

for cytoplasmic (cyt) and nuclear (ne) proteins. The corresponding fold-change values of another cell 

pair were blotted in red. A positive correlation of deregulated proteins would be visible by alignments 

between black and red lines especially at the edges. Figures were created using Excel 2010.  
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